Key indicators: single-crystal X-ray study; T = 90 K; mean (C-C) = 0.004 Å; R factor = 0.043; wR factor = 0.118; data-to-parameter ratio = 13.0.
The title compound, C 26 H 25 N 3 , crystallizes with four independent molecules, 1-4, in the asymmetric unit of the triclinic unit cell. The allyl substituents on the imidazole rings adopt similar conformations in all four molecules. The imadazole and the 4and 5-substituted phenyl rings of two pairs of molecules in the asymmetric unit stack parallel to (110) . In contrast, the dimethylaniline systems in these pairs of molecules are almost normal to one another, with dihedral angles of 85.84 (10) and 85.65 (10) between the benzene rings of the two dimethylaniline fragments of molecules 1 and 2, and 3 and 4, respectively. The crystal structure features an extensive series of C-HÁ Á Á interactions that link the molecules into undulating rows along the c axis. The crystal studied was a pseudo-merohedral twin with twin law [100, 010, 111] and the BASF parameter refined to 0.513 (3).
Related literature
For the synthesis and bioactivity of related heterocyclic molecules, see: ; Issac et al. (2012) ; ; Soliman et al. (2012) . For the synthesis of a similar imidazole derivative, see: Mohamed, Akkurt et al. (2012) . For bond-length data, see: Allen et al. (1987) .
Experimental
Crystal data 
Data collection
Bruker Kappa APEXII DUO diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 2004) T min = 0.844, T max = 0.910 26145 measured reflections 13651 independent reflections 13253 reflections with I > 2(I) R int = 0.028 Refinement R[F 2 > 2(F 2 )] = 0.043 wR(F 2 ) = 0.118 S = 1.03 13651 reflections 1054 parameters 72 restraints H-atom parameters constrained Á max = 0.29 e Å À3 Á min = À0.29 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Cg2, Cg8, Cg6, Cg4, Cg10, Cg16, Cg14 and Cg12 are the centroids of the C4-C9, C47-C52, C30-C35, C21-C26, C56-C61, C99-C104, C82-C87 and C73-C78 rings, respectively. 
Figure 2
A view of the four unique molecules, 1···4, in the asymmetric unit of the title compound with the the N atoms numbered for identification purposes. Displacement ellipsoids for non-H atoms are drawn at the 30% probability level. All H atoms have been omitted for clarity.
Figure 3
A view of the crystal packing of the title compound along the b axis. All H atoms have been omitted for clarity. where P = (F o 2 + 2F c 2 )/3 (Δ/σ) max = 0.001 Δρ max = 0.29 e Å −3 Δρ min = −0.28 e Å −3 Special details Geometry. Bond distances, angles etc. have been calculated using the rounded fractional coordinates. All su's are estimated from the variances of the (full) variance-covariance matrix. The cell e.s.d.'s are taken into account in the estimation of distances, angles and torsion angles Refinement. Refinement on F 2 for ALL reflections except those flagged by the user for potential systematic errors. Weighted R-factors wR and all goodnesses of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The observed criterion of F 2 > σ(F 2 ) is used only for calculating -R-factor-obs etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
4-(1-Allyl-4,5-diphenyl-1H-imidazol-2-yl)-N,N-dimethylaniline

Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq N1 0.2373 (2) 0.0763 (2) 0.11871 (4) 0.0225 (5) 
0.5576 (2) 0.7430 (3) 0.36100 (5) 0.0229 (7) 
0.0297 (9) 0.0220 (10) 0.0152 (9) 0.0078 (8) 0.0023 (7) −0.0011 (7) N2 0.0254 (9) 0.0224 (10) 0.0146 (9) 0.0060 (7) −0.0025 (7) 0.0006 (7) N3 0.0525 (12) 0.0296 (11) 0.0173 (9) 0.0165 (9) 0.0086 (8) 0.0059 (7) (14) 0.0265 (12) 0.0057 (10) −0.0014 (9) −0.0033 (10) C21 0.0196 (10) 0.0296 (13) 0.0200 (11) 0.0060 (9) 0.0044 (9) −0.0001 (10) C22 0.0209 (10) 0.0261 (13) 0.0268 (12) 0.0081 (9) 0.0030 (9) 0.0004 (10) C23 0.0242 (10) 0.0283 (13) 0.0171 (10) 0.0053 (9) 0.0006 (8) −0.0017 (9) C24 0.0339 (12) 0.0322 (14) 0.0257 (12) 0.0143 (10) 0.0113 (9) 0.0086 (10) C25 0.0289 (11) 0.0193 (11) 0.0238 (11) 0.0047 (9) 0.0048 (9) −0.0019 (9) C26 0.0244 (10) 0.0292 (13) 0.0174 (10) 0.0064 (9) 0.0024 (8) 0.0008 (9) N4 0.0239 (9) 0.0236 (10) 0.0115 (8) 0.0040 (7) 0.0007 (6) −0.0067 (7) N5 0.0238 (9) 0.0281 (11) 0.0154 (9) 0.0058 (8) −0.0032 (7) −0.0005 (8) N6 0.0399 (10) 0.0293 (11) 0.0184 (9) 0.0081 (8) 0.0044 (7) 0.0029 (7) (13) 0.0036 (10) 0.0076 (10) −0.0020 (10) C52 0.0279 (11) 0.0295 (13) 0.0212 (11) 0.0059 (10) 0.0044 (9) −0.0002 (10) N7 0.0221 (9) 0.0240 (11) 0.0218 (9) 0.0046 (7) 0.0005 (7) −0.0043 (8) N8 0.0198 (8) 0.0265 (11) 0.0194 (9) 0.0058 (7) −0.0020 (7) 0.0033 (8) N9 0.0359 (10) 0.0323 (11) 0.0196 (9) 0.0114 (8) −0.0024 (7) −0.0016 (7) 0.0268 (11) 0.0241 (12) 0.0151 (10) 0.0098 (9) 0.0005 (8) 0.0004 (9) C68 0.0250 (11) 0.0280 (13) 0.0237 (11) 0.0019 (10) −0.0035 (9) 0.0017 (10) C69 0.0374 (13) 0.0276 (13) 0.0220 (11) 0.0028 (11) 0.0015 (10) 0.0061 (10) C70 0.0399 (13) 0.0336 (15) 0.0205 (11) 0.0168 (11) −0.0031 (10) −0.0009 (10) C71 0.0293 (12) 0.0454 (16) 0.0188 (11) 0.0145 (11) −0.0058 (9) 0.0006 (11) C72 0.0247 (11) 0.0410 (15) 0.0180 (11) 0.0057 (11) −0.0003 (9) 0.0017 (10) C73 0.0171 (9) 0.0217 (12) 0.0254 (11) 0.0052 (8) −0.0013 (9) 0.0009 (10) C74 0.0238 (11) 0.0257 (13) 0.0157 (10) 0.0018 (9) 0.0020 (8) −0.0015 (10) C75 0.0314 (12) 0.0326 (14) 0.0222 (12) 0.0092 (10) 0.0016 (9) −0.0067 (10) C76 0.0302 (12) 0.0224 (13) 0.0359 (14) 0.0051 (10) −0.0031 (10) −0.0088 (10) C77 0.0269 (11) 0.0302 (14) 0.0350 (13) 0.0056 (10) −0.0066 (10) 0.0042 (11) C78 0.0222 (10) 0.0309 (13) 0.0201 (11) 0.0071 (9) −0.0033 (8) 0.0044 (9) N10 0.0244 (9) 0.0181 (10) 0.0192 (9) 0.0040 (7) 0.0019 (7) −0.0023 (7) N11 0.0211 (8) 0.0265 (11) 0.0187 (9) 0.0049 (7) −0.0019 (7) 0.0018 ( 
